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13−SD−W−01
ATCC 29212
TX1467
PF3
MB5259
BM4654
CBRD01
B350
39−5
TR197
ATCC 6055
C19315WT
str. C 19315 led 1b pp (SCV)
TX0645
WH257
WH571
TX0635=WH245
TX0635
SF339
RM4679
TX0630
CH188
CH136
CH19
CH116
T14
Ned10
Merz151
SF24413
SF24397
SF28073
TX0104
ERV73
ERV37
ERV62
ERV65
ERV93
ERV41
ERV72
ERV63
ERV68
ERV81
ERV85
ERV103
ERV116
ERV129
ERV25
ERV31
T2
YI6−1
TX0860
B56765
SF21521
UAA823
HH22
EnGen0297=HH22
SF26630
TR161
V587
V583
V583
V583
B5076
SF370
B878
B4148
B1290
B1005
B939
B2949
B2535
B2557
B1532
B3042
B4568
B4018
B4672
B1734
B1623
B1376
B4270
B3286
B4638
B4969
B4163
B4411
B1138
B1586
B594
B1933
MMH594
B1385
B1441
B1327
B1618
B1851
B2802
B2813
B2685
B1249
B2277
B1843
B2670
B5035
B2864
B1678
B2211
B2867
B3031
B4674
B3119
B4008
B4259
B3196
B4267
B3053
B3126
B388
B2593
B2391
B2488
B2687
B2202
B1719
B1874
B2255
B1505
B1696
UAA1489
SF21520
TX0309A
TX0309B
B3336
CH570
SF19
SF100
10244
918
B15725
B69486
ATCC 4200
LA3B−2
B16457
DORA_14
Merz96
DAPTO 512
DAPTO 516
R712
S613
RMC1
TX0411
D173
UAA409
TX4000
FA2−2
JH2−2
B327
T8
SF350
SF6375
SF5039
T7
599951
79−3
12030
TX1322
Com7
F1
SS−7
T4
A−2−1
TX2141
ATCC 19433
B318
str. Symbioflor 1
TUSoD Ef11
B312
B84847
UAA1014
UAA1180
WKS−26−18−2
D32
T19
62
T17
B382
X98
TX0043
T16
ATCC 29200
ATCC 29200
B287
TX0102
SS−6
T1
TX0312
SF24396
Pan7
TX0017
DENG1
MA1
TX2134
5952
B337
T21
B375
EnGen0253
UAA948
ATCC 27275
ATCC 10100
Merz192
B319
B316
B292
B302
B291
B293
B294
B324
RC73
A−3−1
B338
B348
E1
RM3817
Merz204
ATCC 27959
B289
7330082−2
D1
EnGen0286
JH1
TX4248
TX0027
DS5
02−MB−BW−10
T9
7330245−2
D3
TX0855
E99
HIP11704
599
E12
BM4539
7430416−3
D6
7330259−5
19116
7330257−1
7330948−5
7430275−3
7430821−4
1448E03
HEF39
TX2137
7330112−3
Com 2
Com1
UAA702
NJ44
TX1341
T12
B1921
B2207
MTUP9
NY9
RMC65
TX0470
TX0012
B−4−111
UAA769
ATCC 35038
TX0109
TX1302
AZ19
F01966
UP2S−6
TX1346
ARO1/DG
RP2S−4
VC1B−1
T6
06−MB−S−10
06−MB−S−04
RMC5
Fly1
E1Sol
Fly 2
02−MB−P−10
B653
KS19
R508
KI−6−1−110608−1
2924
182970
2630V05
B284
D811610−10
UAA906
UAA905
UAA902
UAA903
UAA904
UAA907
UAA943
20−SD−BW−06
20−SD−BW−08
T3
B83616−1
FL2
TX4244
OG1RF
OG1X
M7=OG1X_mutant
PC1.1
DS16
B363
12107
TX0031
T10
T20
Com 6
T13
B320
TX1342
GAN13
MTmid8
7430315−3
B321
B373
20.SD.W.06
T5
T18
MN16
GA2
MD6
SLO2C−1
T11
B345
B301
B347


