40% -

30% -

Coverage

20%

10%

0% -

TE family

" LINELLT
LINE/L2
" SINE/Au
I SINEMIR

LTR/ERV1
LTR/ERVK
LTR/ERVL
LTR/ERVL-MaLR
DNA/hAT-Charlie
DNA/TcMar-Tigger

(b)

log2 enrichment over genomic average

N
1

o

Significant
® Yes

* No

|
\S]
1

..... ...
s Ter
. ..o'o
° [ ]

°
HERVK13-int

HERVE-int
°

o HERVS71-int
e LTR7

HERVH-int

10"

I
102

[ [
108 104
lincRNA nt covered

10°

I
108




