
Supplementary	
  Figure	
  S1	
  

0 

100 

200 

300 

400 

500 

m
33

16
 

m
36

29
 

m
38

14
 

m
64

28
 

m
64

67
 

m
66

24
 

m
66

67
 

m
87

99
 

m
88

57
 

m
89

47
 

m
90

04
 

m
13

85
5 

m
15

84
6 

m
16

05
0 

A: H50 
BC 

HV 

0 

10 

20 

30 

40 

50 

60 

70 

m
z2

00
3 

m
z3

18
0 

m
z3

80
7 

m
z6

18
3 

m
z6

93
6 

m
z7

92
5 

m
z9

07
8 

m
z9

35
1 

m
z1

00
63

 

m
z1

17
21

 

m
z1

38
70

 

m
z1

39
18

 

B: IMAC30 
BC 

HV 

P
ea

k 
In

te
ns

ity
 

0 

50 

100 

150 

200 

250 

m
z6

93
9 

m
z8

20
4 

m
z8

91
6 

m
z1

28
64

 

m
z1

37
56

 

m
z1

39
29

 

m
z1

60
55

 

m
z1

65
00

 

m
z2

17
11

 

m
z2

82
68

 

m
z2

89
51

 

m
z2

91
55

 

BC 

HV 

D: Q10 

0 

50 

100 

150 

200 

250 

300 

350 

m
z3

18
7 

m
z3

62
3 

m
z3

66
7 

m
z3

80
8 

m
z3

85
1 

m
z7

92
3 

m
z9

56
4 

m
z9

92
2 

m
z1

37
42

 

m
z1

52
35

 

m
z1

58
57

 

m
z1

60
52

 

m
z2

09
80

 

BC 

HV 

C: CM10 

m/z m/z 

m/z m/z 

Supplementary Figure S1. Comparison of discriminatory protein peaks detected on H50, 
IMAC30, CM10 and Q10 protein chip arrays. Determined by univariate analysis, 14 peaks 
from H50 (A), 12 from IMAC30 (B), 13 from CM10 (C), and 12 from Q10 (D) were 
significantly either up- or down- regulated (p<0.005) in sera from BC patients compared to HV 
patients.  

 


