
Supplementary Table S1 – New interactions predicted in the 30% precision
LeMoNe network validated by literature search

MODULE REGULATOR GENE EVIDENCE TYPE REFERENCE
5 Lrp gdhA ChIP-qPCR Faith et al. (2007)
5 Lrp hisA microarray analysis Hung et al. (2002)
5 Lrp hisB microarray analysis Hung et al. (2002)
5 Lrp hisC microarray analysis Hung et al. (2002)
5 Lrp hisD microarray analysis Hung et al. (2002)
5 Lrp hisF microarray analysis Hung et al. (2002)
5 Lrp hisG microarray analysis Hung et al. (2002)
5 Lrp hisH microarray analysis Hung et al. (2002)
5 Lrp hisI microarray analysis Hung et al. (2002)
5 Lrp pntA ChIP-qPCR Faith et al. (2007)
5 Lrp pntB ChIP-qPCR Faith et al. (2007)
5 Lrp ydiJ microarray analysis Hung et al. (2002)

10 Lrp aroG ChIP-qPCR Faith et al. (2007)
10 Lrp leuB microarray analysis (indirect influence of Lrp on expression of LeuLABCD according to Landgraf et al. (1999)) Hung et al. (2002)
10 Lrp pheA microarray analysis Hung et al. (2002)
10 Lrp pheL microarray analysis Hung et al. (2002)
10 Lrp purM ChIP-qPCR Faith et al. (2007)
10 Lrp thrA ChIP-qPCR Faith et al. (2007)
10 Lrp thrB ChIP-qPCR Faith et al. (2007)
10 Lrp thrC ChIP-qPCR Faith et al. (2007)
10 Lrp yagU ChIP-qPCR Faith et al. (2007)

14 RpoS amyA       microarray analysis Weber et al. (2005)
14 RpoS b0753 microarray analysis Weber et al. (2005)
14 RpoS b1953    microarray analysis Weber et al. (2005)
14 RpoS b2080     microarray analysis Weber et al. (2005)
14 RpoS b2086 microarray analysis Weber et al. (2005)
14 RpoS psiF microarray analysis Weber et al. (2005)
14 RpoS wrbA microarray analysis Weber et al. (2005)
14 RpoS ybaT microarray analysis Weber et al. (2005)
14 RpoS ybaS microarray analysis Weber et al. (2005)
14 RpoS ybaY microarray analysis Weber et al. (2005)
14 RpoS ycaC microarray analysis Weber et al. (2005)
14 RpoS yccJ microarray analysis Weber et al. (2005)
14 RpoS ycgB microarray analysis Weber et al. (2005)
14 RpoS ycgZ microarray analysis Weber et al. (2005)
14 RpoS yeaG microarray analysis Weber et al. (2005)
14 RpoS yedU microarray analysis Weber et al. (2005)
14 RpoS ygjG microarray analysis Weber et al. (2005)
14 RpoS yhbO microarray analysis Weber et al. (2005)
14 RpoS ymgA microarray analysis Weber et al. (2005)
14 RpoS ymgB microarray analysis Weber et al. (2005)
14 RpoS yphA microarray analysis Weber et al. (2005)

19 Fis argQ      microarray analysis Bradley et al.  (2007)
19 Fis argV microarray analysis Bradley et al.  (2007)
19 Fis argZ     microarray analysis Bradley et al.  (2007)
19 Fis dniR microarray analysis Bradley et al.  (2007)
19 Fis glyW     microarray analysis Bradley et al.  (2007)
19 Fis secG  microarray analysis Bradley et al.  (2007)

20 LexA dinD microarray analysis, ChIP-chip analysis Courcelle et al. (2002), Wade et al. (2005)
20 LexA dinI microarray analysis, ChIP-chip analysis Courcelle et al. (2002), Wade et al. (2005)
20 LexA yafN        microarray analysis (co-upregulation of neighbouring ORFS, along with dinB) Courcelle et al. (2002)
20 LexA yafO        microarray analysis (co-upregulation of neighbouring ORFS, along with dinB) Courcelle et al. (2002)

20 LexA yebF       microarray analysis (co-upregulation of neighbouring ORFS, along with yebG) Courcelle et al. (2002)
20 LexA yebG      in EcoCyc Karp et al. (2007)
20 LexA yigN       functional LexA-binding site (electrophoretic gel mobility shift assay), microarray analysis, ChIP-chip analysis Fernández de Henestrosa et al. (2000), 

Courcelle et al. (2002), Wade et al. (2005)
20 LexA yjiW ChIP-chip analysis Wade et al. (2005)
23 FNR b1341 ChIP-chip analysis Grainger et al. (2007)
23 FNR b1342 ChIP-chip analysis Grainger et al. (2007)
23 FNR ydaA ChIP-chip analysis Grainger et al. (2007)
24 FliA b1742 microarray analysis Zhao et al. (2007)
24 FliA b1760 microarray analysis Zhao et al. (2007)
45 FliA yjcZ microarray-based genetic footprinting, microarray analysis Girgis et al. (2007), Zhao et al. (2007)
45 FliA yjdA microarray-based genetic footprinting, microarray analysis Girgis et al. (2007), Zhao et al. (2007)
48 GadE yhiD in RegulonDBv6.1 Gama-Castro et al. (2008)
48 GadE yhiU in RegulonDBv6.1 Gama-Castro et al. (2008)
48 GadE slp microarray analysis (induction by YdeO or GadE?) Masuda & Church (2003)
48 GadE yhiF microarray analysis  (induction by YdeO or GadE?), macroarray analysis Masuda & Church (2003), Hommais et al. (2004)
78 LexA dinP (dinB)microarray analysis, ChIP-chip analysis Courcelle et al. (2002), Wade et al. (2005)
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