mutations

Taugene —f -

exon1 exon9 exon 10 intron 10 exon 11 exon 12 exon 13
R5H || K257V | N279K P301L |[E10+3 E10+14]| L315L || G335V || G389R
R5L || K257T | AK280 P301S ||E10+11 E10+16 || L315R || G335S || R406W

1260V | L284L P301T ||E10+12 E10+19]|| S320Y || Q336R

L266V | N296N G303V ||E10+13 S320F || V337M

G272V | N296H S305S E342V

AN296  S305N K369l

f

start codon

Tau mRNA -1
3RON

3R-tau protein  3RIN
3R2N

4RON

4R-tau protein  4RIN
4R2N

phosphorylation
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Transcription
Alternative splicing

Translation
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stop codon

Acidic Proline-rich Repeat C-term.
| region || region " region " |

Y18 T153 T205 T245 T373
Y29 T175 S208 S258 Y394
T39 T181 S210 S262 S396
S46 S184 T212 S285 S400
T50 S185 S214 S289 T403
S68 S191 T217 S293 T404
T69 S195 T231 S305 S409
T71 Y197 S235 S320 S412
T111 S198 S237 S324 S413
S113 S199 S238 S352 T414
T123 S202 S241 S356 S416
S131 T361 S422
T135 T427
S137 S433

S435




