Additional file 6: Multiple sequence alignment of ten members of YABBY family

expressed during the functional transition of the cotyledons

Glymal2g31670.1 ———MSMDMMATER-——————- VCYVHCNFCNTTLAVSVECSSLLT IVIVRCGHCANLLTV 49
Glymal3g38750.1 ———MSMIMMATER———————- VCYVHCNFCNTTLAVSVECSSLLT IVIVRCGHCANLLTV 49
Glymal2qgl0210.1 -~ -MSMEMMATER -———-——- VCYVHCNFCNT ILAVSVEYSSLLT IVIVRCGHCANLLSV 49
Glymadégd6560.1 MYVLLCQCVYISE-—-—-——- SVLVLAFYFLVYILVSVEYSSLLT IVIVRCGHCANLLSV 52
Glymal7g12200.1 -MSSCSTDVAPEQ-——————— LCYIPCNFCNIVLAVSVECSSLFDIVIVRCGHCTNLRSY 51
Glymal3g22620.1 ~MSSCSTDVAPEQ-——————— LCYIPCNFCNIVLAVSVECSSLEDIVIVRECGHCTNLRSY 51
Glyma03g03500.1 -M3355TSF5PDQQHLSPSDYLCYVECHECDTVLAVSVECT SLEENVIVRCGHCTNLLSY 59
Glyma0lg33370.1 -MS555TSF5SPDQ-HLSPSDOLCYVHCNFCDTVLAVSVECT SLFKTVIVRECGHCTNLLSV 58
Glyma05g04260.1 -MS555TTLSLDH--LEPSEQLCYVHCNICDTVILAVSVECT SLFRTVIVRECGHCTNLLEV 57
Glymal7gl4710.1 -MS3555TL5LDH--LEPSEQLCYVHCNICDTVLAVSVECT SLERTVIVRCGHCTNLLEV 57
. . : . * ok kK :**: ******** * & .*
Glymal2g31670.1 NMGASLQTFESQDTT--——-———- ULGRQHLSVQELCS-KELGS55-- - -KCKSF-ETVD 94
Glymal3g3g750.1 NMGASLQTFESQDTT --——————- OLGRQHLSVQELCS-KELGS55-- - -KCKTF-ETVD 94
Glymal2gl0210.1 NMGASLOAFPPQDE-————————— QSQKQHLSFQEPSS-KELGSSS-KCSKIAPF-EAVE 96
Glyma0ég46560.1 NMGASLQLFPBQDE-————————— 0SQKQLLSFEEPSSCKELGSSSSKCNKILPFHELVE 102
Glymal7gl2200.1 NMARRFQSLEWQDV-————————————— QGPGQCNPEYRIDTGSTS-KCNNRIZMEAPTT 96
Glymal3g22620.1 NMAARFQSLSWQIV-————————————— QGSGHCNPEYRIDTGSTS-KCNNRIZMEAPTT 96
Glyma03g03500.1 NMEGLLLESANQLHLGHT FFTP-QNLMEETENAPSTHIMMNG - - LENENDLVMSTMRGGE 116
Glyma0lg33370.1 NMEGLLLESANQLHLGHSFFTE-QNLLEETENAPSTHMMMND - - LENENDLVMSTMRGGE 115
Glyma05qg04260.1 NMRGLLMPSPTQFHLGHSFFSPSHNLLEET BN - PSENFLMNQTNLSASNEFSME-ARTAL 115
Glymal7g14710.1 IMRGLIMPSPTQFRLGRSTFSESHNLIEETEN-FTENFLMIQTNF SASHEF SHE-RRTRR 115
* & 1 *
Glymal2g31670.1 HEQQPRIPPTRPPEKRQRVESAYNRFTKEETQRIKASHEDI SHREAFSTALKNWAHFPHT 154
Glymal3g3g750.1 HDQQPRIPETRPPEKRQRVESAYNRFTHEET QR IKASNEDI SHREAFSTALKNWAHFPHT 154
Glymal2qgl0210.1 HEL-PRIPETRETEKRHRVESAYNRFTKEET QRIKASHEDI SHREAFSSALKNWAHFPHT 155
Glyma0fg46560.1 HEQ-PRIPPIRPTEKRHRVESAYNRFIKEEIQRIKASNEDI SHREAFSSALKNWAHFPHI 161
Glymallglz200.1 . VP SAYNQF IKEET QRIKANNEDI SHREAFSTAAKNWAHFPHI 155
Glymal3g22620.1 R TEERVVH-REPEKRFVESAYNQFTHEET QR IKANNEDI SHREAFSTALKNWAHFPHT 155
Glyma03g03500.1 EETPKPESANRPPERRQRVESAYNRFTKDET QRIKAGNPDI SHREAFSARAKNWAHFPHT 176
Glyma0lg33370.1 EETPKPPSANRPPEKRQRVESAYNRFTKDETQRIKAGNPDI SHREAFSARLKNWAHFPHT 175
Glyma05g04260.1 DELER- PIMNRPPEKRQRVESAYNRFTKDET QR IKSVNEDI THREAFSARLKNWAHFPHT 174
Glymal7gl4710.1 DELEREEITNRPPEKRQREVESAYNRFIKDEI QRIKSVNEDI THREAFSARAKNWAHFPHT 175
. **I***:*******:***:******: ****:******:***********
Glymal2g31670.1 HFGLE-- - LDGNKQAKLD-QGDETQKSNGEY—————————— 181
Glymal3g38750.1 HFGLE-- - LDGNKQAKLD-QGDETQKSNGEY—————————— 181
Glymal2gloz10.1 HFGLKNLKLDGNKQEKLD-QGEGAEKSNGFY—————————- 185
Glyma06g46560.1 HFGLKNLKLDGNKQEKLD-QGEGAEKSNGFY—————————- 191
Glymal7gl2200.1 HFGLM---LESNNQAKMDNVSEKHIMPRAALLNK-—————- 186
Glymal3g22620.1 HFGLM---LESNNQVEMENVSEKHIMSRAALLNK-———-—- 186
Glyma03g03500.1 HFGLMPDNQPVKKANVE-(EAEDVIMKDGFFAPANVGVSEY 216
Glyma01g33370.1 HFGLMPDNQFVKEANVE-(EAEDVIMKDGFFAPANVGVSEY 215
Glyma05g04260.1 HFGIMPD-(TVKKTNVCQEGEEVIMKDGFYASANVGVSEY 214
Glymal7gl4710.1

L L

HFGIMFD- ”I'\JP?TN'\THQQDaEE'\?L‘{F'DaFYASAI‘W GWSEY 215

Our RNA-Seq data revealed that ten specific members of YABBY transcription factor family expressed
during functional transition (stage-4 and stage-5) of soybean seedling development. Two of them
showed high sequence homology and they are closely related. These two members of YABBY family
possess the short peptide sequence (black rectangle) used for developing the antibody. Thus, our
antibody is specific for those two members of YABBY family which showed a clear expression pattern
during the functional transition of the cotyledons.



