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a)   

0 1 2 3 4 5 6 7 8 9

pos 9% 7% 21% 7% 9% 10% 13% 9% 9% 7%

neg 10% 9% 26% 8% 8% 9% 12%
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0 1 2 3 4 5 6 7 8 9

pos 4% 12% 24% 12% 8% 7% 13% 11% 3% 5%

neg 8% 11% 24% 11% 12% 9% 12% 7% 4% 2%
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Relative side chain accessibility,
0=buried, 9=exposed
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pos 2% 13% 44% 12% 9% 7% 6% 3% 2% 2%

neg
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Relative side chain accessibility,
0=buried, 9=exposed

b)   

0 1 2 3 4 5 6 7 8 9

pos 13% 3% 5% 7% 7% 8% 11% 5% 7% 34%

neg 18% 5% 4% 6% 8% 8% 10%
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Re‐scaled crystallographic B‐
according to pdbfinder anno
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0 1 2 3 4 5 6 7 8 9

pos 18% 3% 8% 6% 3% 6% 9% 7% 8% 31%

neg 18% 7% 6% 7% 8% 10% 7% 8% 8% 21%
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Re‐scaled crystallographic B‐factors,
according to pdbfinder annotation

0 1 2 3 4 5 6 7 8 9

pos 12% 3% 8% 6% 8% 6% 10% 10% 8% 29%

neg
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c)   

B C E G H S T

pos 0% 32% 9% 6% 22% 0% 32%

neg 1% 23% 14% 5% 31% 0% 27%
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DSSP secondary structure
according to pdbfinder annotation

 
B C E G H S T

pos 1% 37% 14% 2% 17% 0% 29%

neg 2% 22% 18% 3% 33% 0% 21%
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DSSP secondary structure
according to pdbfinder annotation

B C E G H S T

pos 2% 16% 29% 6% 28% 0% 20%

neg 1% 15% 29% 3% 35% 0% 17%
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DSSP secondary structure

according to pdbfinder annotation

 


