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Appendix Figure. Phylogenetic distance comparison of Gll.4 Hong Kong viruses with known Gll.4

variants (Kroneman et al.,

2013). Distances within each Gll.4 variant type are shown below the dotted

line. Distances between pairs of variant types are shown above the dotted line. Error bars represent 2 SD

for each Gll.4 variant comparison. A new Gll.4 variant is defined as having intravariant phylogenetic

distance that does not overlap with distance between other known GllI.4 variants.
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