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Technical Appendix Figure 1. Dendogram of PFGE profiles from the 559 typed isolates in this study.
Isolates that have been selected for multilocus sequence typing are marked with” «” and boxes identify
isolates of identical pulsotypes to the isolates that have been MLST typed. The clonal complex (CC) and
sequence type (ST) are marked for each box. The dotted lines mark separation of lineages. Key, isolate
ID, first 4 digits represent the year; Mol Sero, PCR-serogroup; Sero, serotype; Clinical, clinical disease of

the case.
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Mol No. Total no.
ST PFGE-Ascl PFGE-Apal Sero Sero MLST  pulsotype

399 GXB6A16.0079.DK GX6A12.0053.DK
399 GX6A16.0011.DK GX6A12.0053.DK lla
400 GXB6A16.0190.DK GXBA12.0066.DK
121 GX6A16.0008 DK GX6A12.0049DK lla
121 GX6A16.0051.DK GX6A120046.0K lla
18  GX6A16.0101.DK GX6A12.0126.DK
101 GX6A16.0073.DK GX6A12.0100.DK lla
155 GX6A16.0043DK GX6A12.0063.DK lla
155 GX6A16.0044.DK GX6A12.0061.DK
391 GX6A16.0021.DK GX6A12.0034. DK

8  GXB6A16.0040.DK GXBA12.0042DK lla
8  GX6A16.0038DK GX6A12.0048. DK
120 GX6A16.0038. DK GX6A12.0048DK lla
17 GX6A16.0183DK GX6A12.0225.DK

7  GX6A16.0012DK GX6A12.0038.DK lla
7  GXBA16.0055DK GXB6A12.0082.DK lla
7  GXB6A16.0188DK GX6A12.0037 DK
7

398
2

9

9

9

D -0 s O

N = Waa al 2N =
N
O

_.
N
Qs

B
o

GX6A16.0045DK GX6A12.0037.0K lla
GXB6A16.0042DK GX6A12.0004 DK
GX6A16.0040.DK GX6A12.0237.DK
GX6A16.0041.DK GX6A12.0043.0K lic
GX6A16.0041.DK GX6A12.0189.0K
GX6A16.0071.DK GX6A12.0043.0K lla
713 GXBA16.0076.DK GX6A12.0065.0K
GX6A16.0046.DK GX6A12.0075.0K lla
GX6A16.0041.DK GX6A1201350K lla
GX6A16.0046 DK GX6A12.0223.DK
GX6A16.0062DK GX6A12.0233.0K lla
GX6A16.0003 DK GX6A12.0210.0K
GX6A16.0074.DK GX6A12.0090.0K IVb
GX6A16.0065.0K GX6A12.0024.DK IVb
GX6A16.0003.DK GX6A12.0024 DK
GX6A16.0003DK GX6A12.0023.DK IVb
GX6A16.0072DK GX6A12.0098.DK lib
GX6A16.0060.D0K GX6A12.0085.DK
GX6A16.0031.DK GX6A12.0030.DK
GX6A16.0083.DK GX6A12.0109.0K
GX6A16.0035.DK GX6A12.0026.D0K
GX6A16.0069.DK GX6A12.0095.DK Iib
GX6A16.0025DK GX6A12.0001.0K IVb
GXB6A16.0067.DK GX6A12.0092DK Vb
GX6A16.0022DK GX6A12.0002.DK Vb
GX6A16.0025DK GX6A12.0007.DK
GX6A16.0049DK GX6A12.0031.0K IVb
GXB6A16.0024.DK GX6A12.0007.DK
GX6A16.0027.DK GX6A12.0103.DK IVb
GX6A16.0026 DK GX6A12.0018.0K
GX6A16.0027 DK GX6A12.0020.0K
GXB6A16.0026.DK GX6A12.0232.DK
GX6A16.0026.DK GX6A12.0020. DK
GX6A16.0027.D0K GX6A12.0017.DK
GX6A16.0027.DK GX6A12.0018.DK 1Vb
330 GX6A16.0091.D0K GX6A12.0112.DK IIb
24 GXB6A16.0181.DK GX6A12.0218.DK

N = O a0

-
=y

N S WA aaaWwa®w

N2 e N IO N0 O A s o

N
S

o:oamo:mczoa---t-—--g%wmmwmnnnwzm%a
- -

ENREE SIF S S I G S S SR SR R TS SR G QT U ST gl S e e QR T R G Y R Pt St g Gt G U St G G S U ST G i

J O R e G G P G R S X J QP G R Qi GGy S N SO PGP I G GO S I S SR OO
B
o

W = oo ~N O

Total 92

w
]
N

Technical Appendix Figure 2. Dendogram based on MLST of the 53 PFGE profiles (pulsotypes)
represented by the 92 isolates selected for MLST. ST, sequence type; Mol Sero, PCR-serogroup; Sero,
serotype; No. MLST, number of isolates from the respective pulsotypes that were MLST-typed; Total no.

pulsotype, the total number of isolates with the respective pulsotype in the study.
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