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Opening Remarks
Arikawa Kentaro SOKENDAI - Executive Director

Genomic information deciphered by language models
Asai Kiyoshi The University of Tokyo - Professor

Deciphering epigenetic landscapes for variations in gene regulatory networks in mammals

Kawaguchi Risa Kyoto University - Junior Associate Professor
The loci of environmental adaptations in a model eukaryote

Jianzhi "George" Zhang University of Michigan - Marshall W. Nirenberg Collegiate Professor

Break (Lunch)

The assembly of a human pangenome
Heng Li

De-composing evolution: on population structure and human history

Rémi Tournebize French National Centre for Scientific Research - Postdoctoral Researcher

Break

Bioinformatics for revealing rules behind genome evolution
lwasaki Wataru The University of Tokyo * Professor

Insights from high quality genome sequencing across the tree of life
Richard Durbin University of Cambridge - Professor

Closing Remarks
Innan Hideki

Reception

Harvard Medical School and the Dana-Farber Cancer Institute - Associate Professor

SOKENDALI - Director, Research Center for Integrative Evolutionary Science
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