Supplemental Figure 1. Protein alignment of the NBS-LRR paralogues A, B and C of the Pc gene family
from the cultivar Pc/Pc Colby. The region deleted in mutant M12 is inside the two opposing arrows. The
region with a high unequal recombination rate (bp 3062-3622 on the consensus nucleotide sequence) is

marked with asterisks (*).
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