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Supplemental Figure

Supplemental Figure S1. Representative alignments for three subfamilies recovered
during this analysis: A) a nonautonomous piggyBacl ML element; B) a nonautonomous
hAT1_ ML element; C) a non-autonomous Tc2 element. For all, the presumed TSD is
outlined in black and the TSDs that are characteristic of the family are shaded in gray.
Identical residues below the consensus are indicated by “.” and indels are indicated by *-

npiggyl 239 _consensus  —------------------ [CACTTGGCTTGCOOORALCGAGTTAAGTCGGCTCGUGTGA-ATTGCGCGTACTCCGCGGEAGCCGTCTTARACTCGGTTIC
Mluc_contl.020378_4528 TACGATATAAACATAATAMA. ......

Mluc_contl.021178_2Z191 CCATCTTGGTTGGCAGTTAA. . ..
Mluc_contl.022462_1373 TCTITCTTGGGACTTACTTAA. . ... ... i iiiieiieiiaecneenanncncananns
Mluc_contl.041103_2717 TAAAGACATCCATTCATTAA. . .....

Mluc_contl.042188_11548 GCAGGATGAATTTTGTGTTC. ...
Mluc_contl.045636_3500 TGTAGTTCTACCTATATAAA. ...
Mluc_contl.053081_2648 TCATTGACAGAGACTCTTAA. . .. .
HMluc_contl.054458_2719 L oy o B o 0
Mluc_contl.08972Z_2572 TGAAAAAATCAACAACTTAA. ...........

Mluc_contl.065450_361 CGGCACAGGCAGGCTGTT O . & . ... . ..ttt iieicae e nanaanaannanns

npiggyl 239_consensus ATATACATTTGCCGTGCAGTGCGCCAAACCTCTARACTCGGCCCCAT TCTAACTCCGTATTACCARATATTTCATTTCAATCCAACCCATACTTCARAAG
Mluc_contl.020378_4528
HMluc_contl.021178_2151

Mluc_contl.022462_1373
HMluc_contl.041103_2717
Mluc_contl.042188_11548
Hluc_contl.045636_3500
Mluc_contl.053081_2648
Mluc_contl.054458_2719
HMluc_contl.059722_2572

Hluc_contl.065450_361

npiggyl_239_consensus ATATAGGCATTTTAACGCGECATCTTATATTTTGGCGGGAAATTCAdCCGACACCGTAGTGF -------------------

Hlue contl.020378_4528 .........ccccicciaiacciiiticcacccncncsasananacsnnanaanananann TAAAGACACTGGGCTTCTAG
Mluc_contl.0Z1178_Z131 . ...t ie it a e A. ... TTAACTTGCATATCACCCTG
Hluc_contl. 022462 _1373 .. ... ... i iieieae e eeaeaaaaaaaaaaaaa e aaaaan TTAACTAGCATTGTTGATGC
Mluec_contl.041103_2717 wv..C. . TTAAMAAGATATCCGTGTCA
Hluc contl.042188_ L1848 ...........ccciuiccicaciciintcancansnssennnscncsanssncncnansns TTAAAGCAGCAAGAATAGCA
Mluc_contl. 048636 3500 ... ... ... ittt iie e a e TAAACACTTGGCTTATGCCG
HMluc_contl.083081_Z648 ... .. ... ..cuuuiineeoanuannnnoasaassassnsnnseasennsnnnnns A....TTCAGCAGACATTTCCAGAT
Hluc_contl. 084458 2718 ... ... ... i iiaiaaaeaeiaaaaa e TTCATTGAATTCAGCCAATA

Mluc_contl.089722_2572 A. ... TTAAGTAAGACCCAAGAAGA
Mluc_contl.065450_361 CA...CA... . TTCAGAGAGGCAGACCACAG
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nhATl_23%a_
Mluc_centl.000608_2072
Mlue_contl.001009_&307
Mluc_contl.008237_1270
Mluc_contl.014030_32544
Mluc_contl.046453_12410
Mluc_contl.083381_63

HMluc_contl.094254_1435
Mluc_contl. 104958 1817
Mluec_contl.ll5850_l2906
Mluc_contl. 132846 1554

nhATl_23%a consensus

Mluc_contl.000608_2z2072
Mluc_contl. 001009 6307
Mlue_contl.005237_1270
Mlue_contl.014030_9544
Mluc_contl.046453_18410
Mluc_contl.083381_63

Mluc_contl.094254_149%
Mluc_contl. 104958 1817
Mluc_contl.l15850_lZ306
Mluc_contl.132846_1554

nhATl_23%a_consensus

Mluc_contl.000608_2072
Mlue_contl.001009_&307
Mluc_contl.008237_12Z70
Mluc_contl.014030_9544
Mluc_contl.046453_18410
Mluc_contl.093381_63

Mluc_contl.094254_1485
Mluc_contl.104958_1817
Mluc_contl.ll5850_ 12506
Mlue_contl. 132846 1554
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Mluc_contl.000608_2Z072
Mluc_contl.001009_&307
Mluc_contl.005237_1270
Hluc_contl.014030_9544
HMluc_contl.046453_18410
Hluc_contl.083381_63

Mluc_contl.094254_1435
Mluc_contl.l04958_ 1817
Mluc_contl.l15850_l12Z906
Mluc_contl.132846_1554

ATCAACCATCGG
CAGATGTGCAG
GTCTTCCTCAG
CTGATGTAGTC
GATGGCTGAGC
CTCCTAAACAC
ATCGTGTCCAA
GIGTCCTGCTC
TATCAARATTAC
ACTCGCTTTIGG
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nTeZ_$27_

Hlue_contl.087472_2447
Hluc_contl. 111057_5305
Mluc_cencl.018722_481
Hlue_cenel. 060466_L01
Hluc_centl.020727_688
Hluc_contl.Z15841 1303
Hluc_cont1.286269_519
Hlue_eontl.061271 2901
Mluc_contl.23242]_7894
Hlue_econtl.288193_1284

nTe2_S27_consensus
Hluc_contl.087472_2447
Hluc_contl.111087_§805
Hluc_contl.018722_481
Hluc_contl.060466_101
Mluc_contl.020727_688
Hluc_contl.2l5841_1303
Mluc_contl.286269_51%
Hlue_contl.061271_z301
Mluc_contl.232421_7894
Hluc_contl.288193_1284

nTcZ_SZ7_consensus
Hlue_contl.087472_z447
Hluc_contl. 111057 5805
Mluc_contl.018722_481
Hluc_contl.060466_101
Hluc_contl.020727_688
Hluc_contl.Z15841 1303
Mluc_contl.286269_519
Hluc_contl.061271_z30L
Mluc_contl. 232421 7834
Hluc_contl.Z88193_1284

nTecZ_$27_consensus
Hluc_contl.08747Z_2447
Hluc_contl.111057_5805
Hlue_contl.018722_481
Mluc_contl.060466_101
Mluc_contl.020727_688
Hluc_contl.215841 1303
Hluc_contl.286269_519
Hlue_eontl.061271 2301
Hluc_contl.232421_7894
Hluc_contl.288193 1284

nTe2_S2Z7_consensus
Hluc_contl.08747Z_2447
Hluc_contl.111057_§805
Hluc_contl.018722_481
Hluc_contl.080466_101
Hluc_contl.020727_688
Mluc_contl. 215841 1303
Hluc_contl.286269_519
Hlue_contl.061271_2901
Hluc_contl.232421 7834
Hlue_contl.288193_1284

nTe2_527_consensus
Hlue_econtl.087472_2447
Hluc_contl.111057_5805
Mluc_contl.01872Z_4681
Hlue_contl,060466_101
Hluc_contl.020727 688
Hluc_contl.215841 1303
Hluc_contl. 296269 519
Hluc_contl.061271_z301
Mluc_contl.232421_7894
Hluc_contl.288193_1284

nTeZ_SZ7_consensus
Mluc_contl.087472_2447
Hluc_contl.111057_5808
Hlue_contl.018722_481
Hlue_contl. 060466_101
Hluc_contl.020727_688
Hlue_contl. 215841 1302
Hluc_contl. 286269 519
Hlue_econtl.061271 2901
Mluc_contl.232421 7894
Hlue_contl.288193_1284

TCTGATTATCTGCTGARTTA. .4
CCCAAAGCCCARGAGATTTA
GCTCTCTTARTCACTAAGTA.
GIGTTAACTTTIGCTTTATA.
TITCTTTATTGAGTGTCATA.

:CC— ATTTTTCCGTC—TATAAGACGCFA
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AGCCOCCAARAGGGAACATA, (4. .

TARGAGCTTCCAGGGACATA. . .
TTAGCATTGAAGACAMACTA. T.
ATAAGTAGAATTATATAGTA. A,
ACTTCAGARATCACAARCTA. ..

ATATATCTATT
CCCTCCCCAGT
ACCTCTTCAGT
AGRATGTTACT
AAGTGATTTIT
CACACACACAC
CTCCTTTTARL
CTTACAARTGA
ATTTGGGATTG
CTGATACCTAC

c.




