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publish in record time.”

“Working with one assistant, | was able to

go from installation of an lllumina Genome
Analyzer to publication in Nature Methods

in just three months. The system'’s automation
and massive throughput have had a huge
impact on my research.”

Dr. Yuan Gao

Assistant Professor

Center for the Study of Biological Complexity &
Department of Computer Science

Virginia Commonwealth University

Power. Speed. Simplicity. The lllumina Genome Analyzer

puts publishable results into your hands. Quickly.

-; Next-gen Sequencing
now

www.illumina.com/sequencing?gr

GENOTYPING
GENE EXPRESSION

illumina:

SEQUENCING W
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With GeneChip® Exon and Gene Arrays, you don’t have to guess. Whole-transcript expression arrays
allow you to measure the entire transcript, enabling you to detect gene-level expression, exon-level
expression, and alternative splicing in a single experiment. Why settle for incomplete results when
you can look beyond the 3’ end of a gene? Extrapolation can only take you so far—Affymetrix will
take you the rest of the way.

See the real biology at www.affymetrix.com/genechip/wtexpression




HudsonAlpha Institute for Biotechnology

Where genome-scale technology addresses human diversity and disease

HudsonAlpha is poised to increase the quality and health of human life by leveraging its unique model of genomic
research, educational outreach and economic development to expedite the creation of tools, diagnostics and treatments
for patients in need. Investigators at HudsonAlpha are studying human genetics and disease, particularly focusing on
cancer, diseases of the nervous system, and infectious diseases, and large-scale genomic projects including ENCODE and
TCGA. We welcome you to join our growing community.

Resumes are currently being accepted for:

Senior Research Scientists Current Investigators:
Postdocs Richard M. Myers, Ph.D. Devin M. Absher, Ph.D. Jane Grimwood, Ph.D.
Research Associates and Director and Investigator Investigator Investigator
Assistants :
Jian Han, M.D., Ph.D. Jeremy Schmutz Greg Barsh, M.D., Ph.D.
Investigator Investigator Visiting Investigator

I
For descriptions of research areas see hudsonaIpha.org/pages/sr—rese@rcharjeas.html
A .
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Please send resume and cover letter to: About HudsonAlpha
Dr. Chris Gunter From spirit to physical design, the institute's primary facility
Director of Research Affairs embodies and nurtures the sharing of ideas and information.

Researchers employed by the not-for-profit HudsonAlpha Institute
reside in one wing of the 270,000 square-ft. facility, while a
separate wing houses 12 for-profit businesses. The wings are
physically bridged with walkways spanning a soaring atrium that
features inviting common areas. Proximity to the University of
Alabama in Huntsville, the University of Alabama at Birmingham,
Auburn University and Vanderbilt University adds to a rich

H U DS 0 N A LP H A intellectual environment for collaboration, discovery and

INSTITUTE FOR BIOTECHNOLOGY innovation.

Huntsville, AL < hudsonalpha.org genomic research ¢ educational outreach ¢« economic development

resumes@hudsonalpha.org



The New Protein Ladder from New England Biolabs
ACHIEVE ACCURACY IN YOUR PROTEIN EXPRESSION ANALYSIS

Choose the new Protein Ladder from New England Biolabs and experience a more consistent banding
pattern that is ideal for accurate size determination. A mixture of our recombinant, highly purified
proteins, this ladder will resolve into 12 sharp, evenly spaced bands when analyzed by SDS-PAGE.
Bring precision to your protein sample analysis with the new Protein Ladder from NEB.

Advantages:

= Suitable for analysis of a wide range of proteins

= Sharp, uniform bands in the range of 10 —250 kDa

= Convenient band spacing for accurate molecular weight determination
= Easy-to-identify reference bands

= Value pricing

Ordering information:

= Protein Ladder (10—250kDa) .......................... ... P7703S8
Other Protein Markers Available from New England Biolabs:

= Protein Marker, Broad Range (2—212kDa) ..............................oooiin. P7702S/L
= Prestained Protein Marker, Broad Range (7-175kDa) ........................... P7708V/S/L
= ColorPlus Prestained Protein Marker, Broad Range (7-175kDa) ................ P7709V/S/L

For more information and our international distribution network, please visit www.neb.com

New England Biolabs Inc. 240 County Road, Ipswich, MA 01938 USA 1-800-NEB-LABS Tel. (978) 927-5054 Fax (978) 921-1350 info@neb.com
Canada Tel. (800) 387-1095 info@ca.neb.com « China Tel. 010-82378266 beijing@neb-china.com « Germany Tel. 0800/246 5227 info@de.neb.com

Japan Tel. +81(0)3 5669 6191 info@neb-japan.com « UK Tel. (0800) 318486 info@uk.neb.com

NEW
ENGLAND
BIOLABS

know where you stand.

other commercially
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available protein ladders
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$/lane  0.70 1.10 1.64 0.98 098  0.80 0.91
(Us) Compare the quality, consistency and value of the NEB Protein
Ladder to other ially ilable protein ladd
Cost/lane is based on current catalog price and manufacturer’s
recommendations for loading a mini-gel.

NEW ENGLAND

ioLabs,.

the leader in enzyme technology



Speed Up Yo\
Genome Re

Ensure Rapid and Efficient Blunt-End
Repair of Genomic DNA

The End-It™ DNA End-Repair Kit rapidly and

efficiently converts nebulized, sonicated, or sheared
genomic DNA to 5’-phosphorylated, blunt-ended DNA
for subsequent genomic cloning or next-gen sequencing.
 Repaired DNA is blunt-ended and 5" phosphorylated

for immediate blunt-end ligation.
o End-repair up to 5 pg of genomic DNA per reaction.

Then,

Perform Blunt-End Ligations in as Little as
15 Minutes

The Fast-Link™ DNA Ligation Kit uses a high-quality,
specially formulated ligase to provide extremely rapid,
high-efficiency DNA ligations.

« Blunt-end ligations in as little as 15 minutes.

o Cohesive-end ligations in 5 minutes.

Nebulized,
3’ sonicated, or

sheared DNA
End-It™
Kit
— Adaptors

Fast-Link™ —_ )
. J— or linkers
Kit

Blunt-ended,
5"-phosphorylated
DNA

DNA ready for
cloning or
sequencing

(((r‘ EPICENTRE®

//)) Biotechnologies

www.EpiBio.com 800-284-8474




CAREER TRACKS

Dedicated entirely to Employment, Conferences, Meetings, Fellowships, and Grants

S;f NIEHS Tenure-Track Developmental Biologist

/V Environmental Health Sciences
National Institutes of Health

A position is available for a Developmental Biologist to establish an independent
basic research program and form a research group in the Laboratory

of Reproductive and Developmental Toxicology, Division of Intramural
Research. Applications are invited from scientists with demonstrated

ability for creative and productive research in cellular and molecular
mechanisms of mammalian development. Of particular interest are
investigators using rodent models to study cell interactions, epigenetics

or other basic biomedical problems relating to the impact of the environment
on development. The successful candidate will interact with investigators
studying diverse problems in reproductive biology, developmental
toxicology, hormone mechanisms, signal transduction, cell cycle

regulation, cell growth and differentiation, apoptosis, gene

regulation, mutagenesis and DNA repair, and cancer biology.

Minimum qualifications are an M.D., Ph.D., D.V.M. or equivalent doctoral
degree in the biomedical sciences, at least three years of postdoctoral
experience, and publications in high quality journals. Salary will be
commensurate with the experience and qualifications of the candidate.
Federal benefits apply.

Information about the NIEHS may be found at www.niehs.nih.gov and the
Laboratory of Reproductive and Developmental Toxicology at www.niehs.
nih.gov/research/atniehs/labs/Irdt/index.cfm. Applications from women and
minorities are encouraged. Interested applicants should provide a curriculum
vitae and hibliography, a 2-5 page statement of current research interests
and future plans, and have three letters of recommendation sent directly

to the address below by January 31, 2009. Material received after this date

may be considered as needed.
Ms. Cindy Garrard (DIR-8-07) o ﬁi‘”s’/
= Oengns®
U.S. DEPARTMENT OF HEALTH AND HUMAN SERVICES

Research Triangle Park, NC

NAT/
Rl

P.0. Box 12233, Maildrop A2-06
111 Alexander Drive, Room A206
Research Triangle Park, NC 27709
e-mail: dir-appls@niehs.nih.gov

We are dedicated to building a diverse community
in our training and employment programs.

Wm&w Investigator Recruitment in Genetic Disease Research

National Human Genome Research Institute

The Genetic Disease Research Branch (GDRB) of the National Human Genome Research Institute
(NHGRI) provides unparalleled opportunities for young investigators to develop world-class research
programs in genetics and genomics.The Branch is pleased to announce that it is seeking to recruit a new
tenure-track investigator to pursue innovative, independent research as part of this group of highly
interactive and supportive investigators.

Current GDRB faculty members use a variety of approaches to study the regulation and function of
genes involved in normal and abnormal development, focusing on diseases in both humans and model
systems.We are seeking to recruit an individual whose research interests and approaches complement
those already found within the Branch. Specifically, the ideal candidate will have an interest in developing
a research program that integrates:

*Clinical or translational research
*Molecular and genomic approaches aimed at understanding
the mechanisms of normal development and disease
*Basic genetic or genomic research
The Branch strongly supports interdisciplinary research, with NHGRI faculty providing mentoring and
guidance to individuals interested in developing research programs involving basic, clinical, and
translational approaches.

The successful candidate will be able to take advantage of interactions with a highly collegial group of
scientists within NHGRI and on the NIH campus as a whole. In addition, the successful candidate will
have access to NHGRI's outstanding core laboratories, as well as the unparalleled resources of the NIH
Clinical Center.

Candidates must have a Ph.D., M.D,, or equivalent degree, as well as comprehensive, advanced training
and a record of accomplishment in one of the targeted areas.This position includes a generous start-up
allowance, an ongoing commitment of research space, laboratory resources, and positions for personnel
and trainees.

Interested applicants should submit a curriculum vitae, a three-page description of proposed research, and
three letters of recommendation through our online application system, at
http://research.nhgri.nih.gov/apply.

Applications will be reviewed starting Monday, December 15, 2008 and will be accepted until
the position is filled.

For more information on GDRB and NHGRI's Intramural Program, please see http://genome.gov/DIR.

Specific questions regarding the recruitment may be directed to Dr.William Pavan, the Search Chair, at
bpavan@nhgri.nih.gov. Questions may also be directed to Dr. Leslie Biesecker, the GDRB Branch Chief,
at leslieb@nhgri.nih.gov.

DHHS and NIH are Equal Opportunity Employers and encourage applications from women and minorities.

NATIONAL HUMAN GENOME RESEARCH INSTITUTE _ bivision of Intromural Research

US. DEPARTMENT OF HEALTH AND HUMAN SERVICES | NATIONAL INSTITUTES OF HEALTH | genome.gov/DIR

Postdoctoral Positions at Cold Spring Harbor Laboratory

Cold Spring Harbor Laboratory is a world-renowned research and educational institution recognized internationally for its
excellence in ground-breaking research and educational activities. We invite highly motivated individuals to visit our website at
www.cshl.edu to review and apply for current postdoctoral opportunities in the following areas.

Cancer Research: Members of the CSHL Cancer Center are involved in studies focused on cancer genomics, signal
transduction, mouse models, gene expression, cell proliferation and tumor biology.

Neuroscience: The primary focus of the CSHL Neuroscience program is neural circuits and how disruption of these circuits leads
to disorders including autism and schizophrenia. Research is being carried out at the genetic, molecular, developmental,

systems, behavioral and computational levels.

Plant Biology: The CSHL Plant Biology program focuses primarily on development, stem cells, morphogenesis, plant genomics

and epigenetics.

Genomics and Bioinformatics: The CSHL Genomics program uses state-of-the-art technologies including high-throughput
sequencing, copy number variation analysis and transcriptome analysis. Efforts are ongoing to understand genomic variation
associated with several human diseases as well as elucidating and characterizing new functional outputs of the genome.

Quantitative Biology: The CSHL Center for Quantitative Biology is comprised of scientists in the fields of physics, computer
science, engineering, statistics and applied mathematics dedicated to applying quantitative methods to studies in human

genetics, genomic, neurobiology, and signal and image processing.

Cold Spring Harbor Laboratory
Human Resources
One Bungtown Road
Cold Spring Harbor, NY 11724
Website: www.cshl.edu

Cold Spring Harbor Laboratory is an Equal Opportunity Employer.




Plant & Animal Genome XVII

S O\ »”27 The International Conference on the
é? N\ s Status of
) m .
= Z Plant & Animal Genome Research
- 1
Z N\ S January 10-14, 2009
. . Town & Country Hotel
< . s
ONFEREN® San Diego, Californa
Organizing Committee Speakers
Chairman: ; ; s :
Ajaz Hussain, Philip Morris
SIEpHEn.R, Figllen, NISE, U5e Lee Hood, Institues for Systems Biology
Plants:

Andrew Clark, Cornell University
Ewan Birney, EBI
Jonathan Wendel, Towa State Univ.
George Church, Harvard
Steve Briggs, UC-San Diego

Michael Gale, John Innes Center, UK
Ed Kaleikau, USDA/CSREES, USA
Dave Matthews, USDA, ARS Cornell University, USA
Graham Moore, John Innes Center, UK
Jerome P. Miksche, Emeritus Director, USDA Plant
Genome Program, USA
Rod Wing, University of Arizona, USA

Workshops
Animals: Abiotic Stress / Allele Mining / Apomixis Aquaculture / Banana
s (Musa) Genomics / Barley / Bioinformatics / Brassicas /
Cecilia Penedo, USA : : .
. Brachypodium Distachyon / Cattle/Sheep / Challenge Program:
Shu-Hong, China Unlocking Crop Genetic Diversity for the Poor / Citrus
Joan Lunney, USA

Compositae / Computer Demonstrations / Cotton / Compositae /
Connectrons Cool Season Legumes / Cururbit / Equine / Forage &
Turf Plants / Forest Trees Fruit and Nut Crops / Functional Genom-
Abstract Coordinators: ics / Host Pathogen Interactions / Insect Genetics / ICSB /ICGI/

Victoria Carollo, USDA, ARS, WRRC, USA Int'l Grape Genome Project / Int'l Lolium Genome

Gerard Lazo, USDA/ARS/WRRC, Albany, CA, USA Initiative / IGGI / ITMI / Large-Insert DNA Libraries and Their
David Grant, USDA/ARS & lowa State University, USA Applisations { Logmmes/ Majze I Mioraarvay Amalyeis/

’ 2 Molecular Markers for Plant Breeders/ Mutation Screening /

Jim Reecy, USA

NRSP-8 / NC 1010 Development and Implemention of
Sponsors Ontologies in the Database / Organellar Genetics / Plant
. . Cytogenetics / Plant Development and Signal Networks /
USDA, Agr.lcultural 'ResearCh S.erv1ce Interagency Working Group on Plant Genomics / Plant
USDA, National Agricultural Library Interactions with Pests and Pathogens / Plant Transgene
USDA, NRI Competitive Grants Office

Genetics / Plant Reproductive Genomics / Polyploidy / Poultry /
USDA,Cooperative State Research, Education, and Proteomics / QTL Cloning / Reduced-representation /Sequencing

Extension Service (CSREES) Methods and Applications / Rice / Rice Blast/
John Innes Centre Root Genomics / Solanaceae / Sorghum and Millets / Soybean
NCGR, National Center for Genome Resou Genomics / Statistical Genomics / Sugar Beet / Swine /
Swine Genome Sequencing / TAIR /
Weedy and Invasive Plant Genomics

Organizer
Scherago International
525 Washington Blvd., Ste. 3310
Jersey City, NJ 07310
201-653-4777 x20
201-653-5705
E-mail: pag@scherago.com

For complete details, including on-line registration, visit our website at

www.intl-pag.org






