No matter what cells you play with,

20 to 500/0 off Cell Sciences recombinant proteins are:

select 1 mg proteins! - Carrier-Free « Highly Pure
Cytokines Chemokines - Biologically Active  « Suitable for Cell Culture

- Low Endotoxin and Animal Studies
and Growth Factors

These products are for laboratory research purposes only, not for any human or animal diagnostic or therapeutic use.

Cell Sciences offers thousands of biologically relevant recombinant proteins
and corresponding affinity-purified antibodies. Our proteins are low endotoxin,
carrier-free, highly pure, biologically active and suitable for cell culture and

. nimal studies.
cell sciences ™™

CATALYST FOR DISCOVERY

www.cellsciences.com 978-572-1070 (outside the USA)
Telephone: 888-769-1246 Fax: 978-992-0298
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INSPIRED CELL SOLUTIONS

Meet your custom RNA requirements with our nearly limitless
synthetic options.

If your NMR, crystallography, or RNA binding study requires a non-standard chemical modification

or a commercially unavailable modified nucleobase, we can help. For more than 20 years our chemists
have utilized Dharmacon™ proprietary 2" ACE chemistry to synthesize RNA with superior yield and
quality giving you the flexibility you need.

Better RNA yields give you more for your money.
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The yield for RNA oligos of three different lengths was compared for all available synthesis scales between Dharmacon and a competitor.

dharmacon.horizondiscovery.com/custom




Take your
methylation
analysis to the

next level

Capture 15% more methylated cytosines
by avoiding damaging bisulfite conversion

The Twist Methylation Detection System is a new end-to-end
sample preparation solution that combines exceptional target *
enrichment with a novel enzymatic conversion method to help

you uncover new insights.

Explore more at twistbioscience.com/methylation

TWIST
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| We look forward to
seeing you in 2021!
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Register now for the world’s most comprehensive
annual meeting dedicated to the research,
prevention, detection, and treatment of cancer.

*Become a Member!
Join the AACR and receive a discount on registration.
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Which Viral Vector is

Best for Your Gene?

o AAV
Lentivirus
Retrovirus
Adenovirus
Plasmids

Payload? Cell Type? Other Factors?

%Z ivery @ .e E
DIGVLIGELRCIN X ﬁ:ﬁ
vigenebio.com/viral-guide

See the technical tips from the viral vector experts
>15,000 batches of viral vector produced

Vigene Biosciences

Excellence in Gene Delivery




NET-CAGE : Native Elongating Transcript Cap Analysis of Gene Expression

A novel solution for Genome-wide
Enhancer / Promoter Annotation

NET-CAGE is a new NGS library preparation method using “cap-trapping” technology which enables
you to detect transcription start site and instantaneous transcriptional activity of RNA pol
transcripts including short-lived transcripts such as eRNAs and uaRNAs.

e Genome-wide High-resolution detection of active enhancers—identify precise position of
active enhancers by detection of bidirectional enhancer RNAs (eRNAs).

o Detection of instantaneous gene expression—detect accurate transcriptional activity at a
given moment by quantifying nascent RNA pol Il transcripts.

e Accurate quantification of gene expression—PCR-free library preparation process without
fragmentation allows for more reliable quantification of gene expression than RNA-seq.

o Applicable for cryopreserved cells and tissue samples—The protocol does not contain any
incorporation process for labeling.

NET-CAGE NET-CAGE
s = NET-CAGE library preparation /analysis services
S eRNA L eRNA UaRNA MRNA
Ll |HL. L .ll ulats PP ] 'F R p ..IJ.I.L.].. : NET-RNA extraction 100 USD/sample

CAGE library preparation

cP

% Blasesen g DN for Illumina sequencers 500 USD/sample
Sequencing
(Illumina HiSeq/ NextSeq) 250 USD/sample
FANTOMS enhancer GENCODE gene
CAGE bioinformatics analysis 250 USD/sample

Fig.1. NET-CAGE signals around a region of FANTOM5 enhancer (left) and GENCODE gene (right).
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Fig.2. Workflow of the NET-CAGE. NET-CAGE is a unique NGS library preparation method using “cap-trapping” technology.
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Precision gene technologies

% More than 250 papers using CAGE have been published! /@/DNAFORM
E%H: Learn more about CAGE at cage-seq.com contact@dnaform.jp
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