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Emily R. Frost, Güneş Taylor, Mark A. Baker, Robin Lovell-Badge, and Jessie M. Sutherland

Hepatic transcriptional responses to fasting and feeding 635
Lara Bideyan, Rohith Nagari, and Peter Tontonoz

Protein phosphatases in the RNAPII transcription cycle: erasers, sculptors, gatekeepers,
and potential drug targets

658

Giacomo Cossa, Pabitra K. Parua, Martin Eilers, and Robert P. Fisher

Building a circuit through correlated spontaneous neuronal activity in the developing
vertebrate and invertebrate visual systems

677

Ben Jiwon Choi, Yu-Chieh David Chen, and Claude Desplan

Research Communication

Meikin synergizes with shugoshin to protect cohesin Rec8 during meiosis I 692OA

Wei Ma, Jingwen Zhou, Jian Chen, Antony M. Carr, and Yoshinori Watanabe

Research Papers

Essential histone chaperones collaborate to regulate transcription and chromatin integrity 698
Olga Viktorovskaya, James Chuang, Dhawal Jain, Natalia I. Reim, Francheska López-Rivera,
Magdalena Murawska, Dan Spatt, L. Stirling Churchman, Peter J. Park, and Fred Winston

MED1 is a lipogenesis coactivator required for postnatal adipose expansion 713OA

Younghoon Jang, Young-Kwon Park, Ji-Eun Lee, Danyang Wan, Nhien Tran,
Oksana Gavrilova, and Kai Ge

Critical roles of transcriptional coactivator MED1 in the formation and function
of mouse adipose tissues

729

Keiichi Ito, Marc Schneeberger, Alan Gerber, Miki Jishage, Francois Marchildon,
Aarthi V. Maganti, Paul Cohen, Jeffrey M. Friedman, and Robert G. Roeder

BAP1 constrains pervasive H2AK119ub1 to control the transcriptional potential
of the genome

749OA

Nadezda A. Fursova, Anne H. Turberfield, Neil P. Blackledge, Emma L. Findlater, Anna Lastuvkova,
Miles K. Huseyin, Paula Dobrinić, and Robert J. Klose
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Cover After birth, adipose tissues, especially white adipose tissue, undergo marked expansion with tissue mass and lipid
contents increasing dramatically from newborn pups to adult mice. Postnatal adipose expansion is stimulated by switching
diet from high-fat maternal milk to carbohydrate-based chow and is associated with marked induction of lipogenesis en-
zymes. Shown here is a histology (H&E) staining of inguinal white adipose tissue from an adult mouse, in which typical
mature adipocytes are filled with enlarged lipid droplets. MED1, a subunit of the general transcription coactivator complex
Mediator, is required for postnatal adipose expansion and the induction of lipogenesis genes after pups switch diet from high-
fat maternal milk to carbohydrate-based chow. (For details, see Jang et al., p. 713, and Ito et al., p. 729.)


